20/528104 

Q O^fteVPClXTO f 6 MAR 2005 

sequence listing 

SEQUENCE LISTING 

<110> G2M Cancer Drugs AG 

Forschungszentrum Karlsruhe GmbH 

<120> The use of molecular markers for the preclinical and clinical profiling of 
inhibitors of enzymes having hi stone deacetylase activity 

<130> molecular markers 

<160> 8 

<170> Patentln version 3.1 

<210> 1 

<211> 488 

<212> PRT 

<213> homo sapiens 

<400> 1 

Met Ala Tyr Ser Gin Gly Gly Gly Lys Lys Lys Val Cys Tyr Tyr Tyr 
1 5 10 15 

Asp Gly Asp lie Gly Asn Tyr Tyr Tyr Gly Gin Gly His Pro Met Lys 
20 25 30 

Pro His Arg lie Arg Met Thr His Asn Leu Leu Leu Asn Tyr Gly Leu 
35 ^ 40 45 

Tyr Arg Lys Met Glu lie Tyr Arg Pro His Lys Ala Thr Ala Glu Glu 
50 55 ~ 60 

Met Thr Lys Tyr His Ser Asp Glu Tyr lie Lys Phe Leu Arg Ser lie 
65 70 75 80 

Arg Pro Asp Asn Met Ser Glu Tyr Ser Lys Gin Met His lie Phe Asn 
85 90 95 

val Gly Glu Asp cys Pro Ala Phe Asp Gly Leu Phe Glu Phe Cys Gin 
100 105 110 

Leu ser Thr Gly Gly Ser val Ala Gly Ala val Lys Leu Asn Arg Gin 
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sequence listing 
115 120 125 

Gin Thr Asp Met Ala val Asn Trp Ala Gly Gly Leu His His Ala Lys 
130 135 140 

Lys Tyr Glu Ala Ser Gly Phe Cys Tyr val Asn Asp lie val Leu Ala 
145 150 155 160 

lie Leu Glu Leu Leu Lys Tyr His Gin Arg val Leu Tyr lie Asp lie 
165 170 175 

Asp lie His His Gly Asp Gly val Glu Glu Ala Phe Tyr Thr Thr Asp 
180 185 190 

Arg val Met Thr val ser Phe His Lys Tyr Gly Glu Tyr Phe Pro Gly 
195 200 205 

Thr Gly Asp Leu Arg Asp lie Gly Ala Gly Lys Gly Lys Tyr Tyr Ala 
210 " 215 220 

val Asn Phe Pro Met Cys Asp Gly lie Asp Asp Glu Ser Tyr Gly Gin 
225 230 235 240 

lie Phe Lys Pro lie lie Ser Lys val Met Glu Met Tyr Gin Pro Ser 
245 250 255 

Ala val val Leu Gin Cys Gly Ala Asp Ser Leu Ser Gly Asp Arg Leu 
260 265 270 

Gly Cys Phe Asn Leu Thr Val Lys Gly His Ala Lys Cys Val Glu val 
275 280 285 

val Lys Thr Phe Asn Leu Pro Leu Leu Met Leu Gly Gly Gly Gly Tyr 
290 295 300 

Thr lie Arg Asn Val Ala Arg Cys Trp Thr Tyr Glu Thr Ala Val Ala 
305 310 315 320 

Leu Asp Cys Glu lie Pro Asn Glu Leu Pro Tyr Asn Asp Tyr Phe Glu 
325 330 335 

Tyr Phe Gly Pro Asp Phe Lys Leu His lie Ser Pro Ser Asn Met Thr 
340 345 350 

Asn Gin Asn Thr Pro Glu Tyr Met Glu Lys lie Lys Gin Arg Leu Phe 
355 360 365 

Glu Asn Leu Arg Met Leu Pro His Ala Pro Gly val Gin Met Gin Ala 
370 375 380 

lie Pro Glu Asp Ala Val His Glu Asp Ser Gly Asp Glu Asp Gly Glu 
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385 



390 



sequence listing 
395 



400 



Asp Pro Asp Lys Arg lie Ser lie Arg Ala Ser Asp Lys Arg lie Ala 
405 410 415 



Cys Asp Glu Glu Phe ser Asp ser Glu Asp Glu Gly Glu Gly Gly Arg 
420 425 430 



Arg Asn Val Ala Asp His Lys Lys Gly Ala Lys Lys Ala Arg lie Glu 
435 440 445 



Glu Asp Lys Lys Glu Thr Glu Asp Lys Lys Thr Asp val Lys Glu Glu 
450 455 460 



Asp Lys Ser Lys Asp Asn ser Gly Glu Lys Thr Asp Thr Lys Gly Thr 
465 470 475 480 



Lys Ser Glu Gin Leu Ser Asn Pro 



<210> 2 

<211> 183 

<212> PRT 

<213> homo sapiens 

<400> 2 

Met ser Ser Pro ser Pro Gly Lys Arg Arg Met Asp Thr Asp val val 



Lys Leu lie Glu Ser Lys His Glu val Thr lie Leu Gly Gly Leu Asn 
20 25 30 



Glu Phe Val Val Lys Phe Tyr Gly Pro Gin Gly Thr Pro Tyr Glu Gly 
35 40 45 



Gly val Trp Lys val Arg val Asp Leu Pro Asp Lys Tyr Pro Phe Lys 
50 55 60 



Ser pro Ser lie Gly Phe Met Asn Lys lie Phe His Pro Asn lie Asp 
65 70 75 80 



Glu Ala Ser Gly Thr val Cys Leu Asp val He Asn Gin Thr Trp Thr 
85 90 95 



Ala Leu Tyr Asp Leu Thr Asn lie Phe Glu Ser Phe Leu Pro Gin Leu 
100 105 110 



Leu Ala Tyr Pro Asn Pro lie Asp Pro Leu Asn Gly Asp Ala Ala Ala 
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485 



1 




sequence listing 



115 



120 



125 



Met Tyr Leu His Arg Pro Glu Glu Tyr Lys Gin Lys lie Lys Glu Tyr 
130 135 140 



lie Gin Lys Tyr Ala Thr Glu Glu Ala Leu Lys Glu Gin Glu Glu Gly 
145 150 155 160 



Thr Gly Asp Ser ser Ser Glu ser ser Met Ser Asp Phe Ser Glu Asp 
165 170 175 



Glu Ala Gin Asp Met Glu Leu 



<210> 3 

<211> 624 

<212> PRT 

<213> homo sapiens 

<400> 3 

Met Glu Asn ser Asp ser Asn Asp Lys Gly ser Gly Asp Gin Ser Ala 
15 10 15 

Ala Gin Arg Arg ser Gin Met Asp Arg Leu Asp Arg Glu Glu Ala Phe 
20 25 " 30 

Tyr Gin Phe val Asn Asn Leu Ser Glu Glu Asp Tyr Arg Leu Met Arg 
35 40 45 

Asp Asn Asn Leu Leu Gly Thr Pro Gly Glu Ser Thr Glu Glu Glu Leu 



Leu Arg Arg Leu Gin Gin lie Lys Glu Gly Pro Pro Pro Gin Asn Ser 
65 70 75 80 

Asp Glu Asn Arg Gly Gly Asp ser Ser Asp Asp Val Ser Asn Gly Asp 

85 90 95 

ser lie lie Asp Trp Leu Asn ser val Arg Gin Thr Gly Asn Thr Thr 
100 105 110 

Arg ser Gly Gin Arg Gly Asn Gin Ser Trp Arg Ala val Cys Arg Thr 
115 " 120 125 

Asn Pro Asn ser Gly Asn Phe Arg Phe Ser Leu Glu lie Asn val Tyr 
130 135 " 140 

Ser Asn Asn Gly Ser Gin Asn ser Glu Asn Glu Asn Glu Pro ser Ala 
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180 



145 



150 



sequence listing 
155 



160 



Arg Arg ser ser Gly Glu Asn val Glu Asn Asn ser Gin Arg Gin val 
165 170 175 



Glu Asn Pro Arg Ser Glu Ser Thr Ser Ala Arg Pro Ser Arg Ser Glu 
180 185 190 



Arg Asn Ser Thr Glu Ala Leu Thr Glu val Pro Pro Thr Arg Gly Gin 
195 200 205 



Arg Arg Ala Arg Ser Arg Ser Pro Asp His Arg Arg Thr Arg Ala Arg 
210 215 220 



Ala Glu Arg ser Arg ser Pro Leu His Pro Met ser Glu lie Pro Arg 
225 230 235 240 



Arg ser His His ser lie ser ser Gin Thr Phe Glu His Pro Leu val 
245 250 255 



Asn Glu Thr Glu Gly Ser ser Arg Thr Arg His His val Thr Leu Arg 
260 265 ~ 270 



Gin Gin lie Ser Gly Pro Glu Leu Leu Ser Arg Gly Leu Phe Ala Ala 
275 280 ~ 285 



Ser Gly Thr Arg Asn Ala Ser Gin Gly Ala Gly Ser Ser Asp Thr Ala 
290 295 300 



Ala Ser Gly Glu Ser Thr Gly ser Gly Gin Arg pro pro Thr lie val 
305 310 315 320 



Leu Asp Leu Gin val Arg Arg val Arg Pro Gly Glu Tyr Arg Gin Arg 
325 330 335 



Ser lie Ala Ser Arg Thr Arg Ser Arg Ser Gin Thr Pro Asn Asn 
340 345 350 



Thr val Thr Tyr Glu Ser Glu Arg Gly Gly Phe Arg Arg Thr Phe Ser 
355 360 365 



Arg ser Glu Arg Ala Gly Val Arg Thr Tyr Val Ser Thr lie Arg lie 
370 375 380 



Pro lie Arg Arg lie Leu Asn Thr Gly Leu ser Glu Thr Thr ser val 
385 390 395 400 



Ala lie Gin Thr Met Leu Arg Gin lie Met Thr Gly Phe Gly Glu Leu 
405 410 415 



Ser Tyr Phe Met Tyr Ser Asp ser Asp Ser Glu Pro Thr Gly Ser val 
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sequence listing 
420 425 430 

Ser Asn Arg Asn Met Glu Arg Ala Glu Ser Arg Ser Gly Arg Gly Gly 
435 440 445 

Ser Gly Gly Gly Ser Ser Ser Gly ser Ser ser ser Ser ser ser ser 
450 455 460 

Ser Ser Ser Ser Ser Ser Ser Ser ser ser ser Ser Pro Ser ser ser 
465 470 475 480 

Ser Gly Gly Glu Ser ser Glu Thr ser Ser Asp Leu Phe Glu Gly Ser 
485 490 495 

Asn Glu Gly Ser ser ser Ser Gly Ser Ser Gly Ala Arg Arg Glu Gly 
500 505 510 

Arg His Arg Ala Pro val Thr Phe Asp Glu ser Gly ser Leu Pro Phe 
515 520 525 

Leu Ser Leu Ala Gin Phe Phe Leu Leu Asn Glu Asp Asp Asp Asp Gin 
530 535 540 

Pro Arg Gly Leu Thr Lys Glu Gin lie Asp Asn Leu Ala Met Arg Ser 
545 550 555 560 

Phe Gly Glu Asn Asp Ala Leu Lys Thr cys Ser val Cys lie Thr Glu 
565 570 575 

Tyr Thr Glu Gly Asn Lys Leu Arg Lys Leu Pro Cys Ser His Glu Tyr 
580 585 590 

His val His Cys lie Asp Arg Trp Leu Ser Glu Asn ser Thr cys Pro 
595 600 605 

lie Cys Arg Arg Ala val Leu Ala Ser Gly Asn Arg Glu Ser val val 
610 615 620 

<210> 4 

<211> 281 

<212> PRT 

<213> homo sapiens 



<400> 4 

Met Ala Met Met Glu Val Gin Gly Gly Pro Ser Leu Gly Gin Thr cys 
1 5 10 15 

val Leu lie val lie Phe Thr val Leu Leu Gin ser Leu Cys val Ala 
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sequence listing 
20 25 30 

Val Thr Tyr Val Tyr Phe Thr Asn Glu Leu Lys Gin Met Gin Asp Lys 
35 40 45 

Tyr ser Lys ser Gly lie Ala cys Phe Leu Lys Glu Asp Asp ser Tyr 
50 55 60 

Trp Asp Pro Asn Asp Glu Glu Ser Met Asn Ser Pro Cys Trp Gin val 
65 70 75 80 

Lys Trp Gin Leu Arg Gin Leu Val Arg Lys Met lie Leu Arg Thr Ser 
85 90 95 

Glu Glu Thr lie ser Thr val Gin Glu Lys Gin Gin Asn lie Ser Pro 
100 105 110 

Leu val Arg Glu Arg Gly Pro Gin Arg val Ala Ala His He Thr Gly 
115 " 120 ~ 125 

Thr Arg Gly Arg Ser Asn Thr Leu Ser ser Pro Asn ser Lys Asn Glu 
130 " 135 140 

Lys Ala Leu Gly Arg Lys lie Asn ser Trp Glu ser ser Arg ser Gly 
145 150 155 160 

His ser Phe Leu ser Asn Leu His Leu Arg Asn Gly Glu Leu val lie 
165 170 175 

His Glu Lys Gly Phe Tyr Tyr lie Tyr Ser Gin Thr Tyr Phe Arg Phe 
180 185 190 

Gin Glu Glu lie Lys Glu Asn Thr Lys Asn Asp Lys Gin Met val Gin 
195 200 205 

Tyr lie Tyr Lys Tyr Thr Ser Tyr Pro Asp Pro lie Leu Leu Met Lys 
210 215 220 

Ser Ala Arg Asn ser Cys Trp ser Lys Asp Ala Glu Tyr Gly Leu Tyr 
225 230 235 240 

ser He Tyr Gin Gly Gly He Phe Glu Leu Lys Glu Asn Asp Arg lie 
245 250 255 

Phe val ser val Thr Asn Glu His Leu lie Asp Met Asp His Glu Ala 
260 265 270 

Ser Phe Phe Gly Ala Phe Leu val Gly 
275 280 

<210> 5 
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sequence listing 

<211> 1985 

<212> dna 

<213> homo sapiens 



<400> 5 
cgccgagctt 


tcggcaccxc 


tgccgggtgg 


tdccgagcci 


xcccggcgcc 


cccxccxcxc 


DU 


ctcccaccgg 


cctgccctxc 


cccgcgggac 


1a tcgccccc 


acgxxxcccx 


cagcccxxxx 




ctctcccggc 


cgagccgcgg 


cggcagcagc 


agcagcagca 


gcagcaggag 


gaggageccg 


loU 


gtggcggcgg 


tggccgggga 


gcccaxggcg 


xacag rcaag 


gaggeggcaa 


aaaaaaagxc 


£. H U 


tgctactact 


acgacggtga 


tattggaaat 


tatta l xa xg 


gacagggtca 


xcccaxgaag 


jUU 


cctcatagaa 


tccgcatgac 


ccataacttg 


c xg l xaaa x l 


axggcxxaxa 


cagaaaaaxg 


OCA 


gaaatatata 


ggccccataa 


agecac xgee 


gaagaaaxga 


caaaaxaxca 


cagxgaxgag 




tatatcaaat 


ttctacggtc 


aa xaagacca 


gaxaacaxgx 


cxgagxaxag 


xaagcagaxg 


Ann 


catatattta 


atgttggaga 


agaxxgxeca 


gcgxxxgaxg 


gaexexxxga 


gxxxxgxcag 


D'fU 


ctctcaactg 


gcggxxcagx 


xgcxggagcx 


gxgaagxxaa 


accgacaaca 


gaexgaxaxg 


Ann 


« -4- -4— -4— — — 4. 4» 

gctgttaatt 


gggctggagg 


attacatcat 


gcxaagaaax 


acgaagcaxc 


aggattctgt 


CCA 

DDU 


tacgttaatg 


atattgtgct 


tgccatcctt 


gaattactaa 


agtatcatca 


gagagxexxa 


/ «£U 


tatattgata 


tagatattca 


tcatgg tgat 


ggtgttgaag 


aagcxxxxxa 


xacaacagax 


/ oU 


cgtgtaatga 


cggtatcatt 


ccaxaaatat 


ggggaaxacx 


xxccxggcac 


aggagaexxg 


si ah 


agggatattg 


gtgctggaaa 


aggcaaarac 


tatgetgtea 


-.4-4-4-4~y^/^-» -> 4- 

attttccaax 


gxgxgaxggx 




atagatgatg 


agtcatatgg 


S-f. -4- m <4— -4- 

QcaQa tatt t 


aagectatta 


xcxcaaaggx 


*^ +- f« ft ~» ft ~i +- ft 
gaxggagaxg 


you 


tatcaaccta 


gtgctgtggt 


at xacag tg l 


ggtgcagact 


caxtaxcxgg 


4- ft -« +- — t y-i -» f +- ft 

xgaxagacxg 




-,-4.4. -.4.4.4. #~ 
ggttgtttca 


atctaacagt 


caaaggtcat 


gctaaatgtg 


xagaagxxgx 


-1 -» -« _ _ 4. 4. 4.4. 
aaaaacxxxx 


1 nan 


aacttaccat 


tactgatget 


tggaggaggt 


ggctacacaa 


teegtaatgt 


xgcxcgaxgx 


1 1 /in 


tggacatatg 


agactgeagt 


tgeccttgat 


tgtgagattc 


ccaatgagtt 


gecatataat 


1 onn 


gattactttg 


agtattttgg 


accagacttc 


aaactgeata 


ttagtccttc 


aaacatgaca 


1260 


aaccagaaca 


ctccagaata 


tatggaaaag 


ataaaacagc 


gtttgtttga 


aaatttgege 


1320 


atgttacctc 


atgcacctgg 


tgtccagatg 


caagctattc 


cagaagatgc 


tgttcatgaa 


1380 


gacagtggag 


atgaagatgg 


agaagatcca 


gacaagagaa 


tttctattcg 


agcatcagac 


1440 


aagcggatag 


cttgtgatga 


agaattctca 


gattctgagg 


atgaaggaga 


aggaggtcga 


1500 


agaaatgtgg 


ctgatcataa 


gaaaggagca 


aagaaagcta 


gaattgaaga 


agataagaaa 


1560 


gaaacagagg 


acaaaaaaac 


agacgttaag 


gaagaagata 


aatccaagga 


caacagtggt 


1620 


gaaaaaacag 


ataccaaagg 


aaccaaatca 


gaacagctca 


gcaacccctg 


aatttgacag 


1680 


tctcaccaat 


ttcagaaaat 


cattaaaaag 


aaaatattga 


aaggaaaatg 


ttttcttttt 


1740 
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ggc x icd l l l 


LdtaCLdCLL 


sequence listing 
tggcatggac tgtatttatt 


ttcaaatggg 


lOUU 


actttttcgt 


ttttgttttt 


ctgggcaagt 




gattttctaa ttatgaagca 


1860 


aaatttcttt 


tctccaccat 


gctttatgtg 


a"taa"tal"Tt"a 


aaattaatat 


aaa*tt"at*t*ai: 

y **y i- ci i_ i_ a i_ 


1920 


gtcaaaaaaa 


ctgatctatt 


aaagaagtaa 


■t"taacrtt:i:c 


tgagctgaaa 


aaaaaaaaaa 


1980 


aaaag 












1985 


<210> 6 




• 










<211> 761 














<212> DNA 














<213> homo sapiens 












<400> 6 
ccaaaccota 


acaaacaacc 


/"i/*i^" , ana/~inaa 

yyt_d.yd.yya.ci 


gggagagagg 


cggcggcgac 


accatgtcat 


fin 


ctcccagtcc 


gggcaagagg 


cggdLgydCd 


cggacgtggt 


caagctcatc 


gagagtaaac 




atgaggttac 


gatcctggga 


ygd.CLLd.ciuy 


aatttgtagt 


gaagttttat 


ggaccacaag 


lOU 


gaacaccata 


tgaaggcgga 


y xd Ly y dddy 


ttagagtgga 


cctacctgat 


aaataccctt 




tcaaatctcc 


atctatagga 


ttratnaata 
LLL-dLyddLd 


aaattttcca 


tcccaacatt 


gatgaagcgt 




caggaactgt 


gtgtctagat 


ntaattaatr 


aaacttggac 


agctctctat 


gatcttacca 


3fiO 


atatatttga 


gtccttcctg 


CC LL-dy L Ld L 


tggcctatcc 


taaccccata 


gatcctctca 




atggtgacgc 


tgcagccatg 


LdCCLLLdLC 


gaccagaaga 


atacaagcag 


aaaattaaag 




agtacatcca 


gaaatacgcc 


dcyydyydyy 


cgctgaaaga 


7\ ranna a nan 

civ_ciyycici.yc*y 




J*T\J 


acagctcatc 


ggagagctct 


atgtctgact 




"taaoacccaa 


aatataaaat: 


600 


tgtagtagaa 


aaagcacctg 


cttttcagaa 


aaactattat: 


ttcctaarra 


taaaaaacaa 
y y y y 


660 


actataatat 


tcatatttaa 


acaaagcaat 




actaaacaag 


gtttttatga 


720 


ataatagcat 


tgatatatat 


atattatata 


tcacccttta 


g 




761 


<210> 7 














<211> 1875 












<212> DNA 














<213> homo sapiens 












<400> 7 
atggaaaact 


cagattccaa 


tgacaaagga 


agtggtgatc 


agtctgcagc 


acagcgcaga 


60 


agtcagatgg 


accgattgga 


tcgagaagaa 


gctttctatc 


aatttgtaaa 


taacctgagt 


120 


gaagaagatt 


ataggcttat 


gagagataac 


aatttgctag 


gcaccccagg 


tgaaagtact 


180 


gaggaagagt 


tgctgagacg 


actacagcaa 


attaaagaag 


gcccaccacc 


gcaaaactca 


240 
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yd L y d d d a L d 


y cty y ay yay ct 


C L C L LLdydL 


sequence listing 
gatgtgtcta atggtgactc 


Ld Ldd LayaL 


D\J\J 


Ly y l l LadL l 


l Ly LLdydLd 


adL Lyyddd L 


acaacaagaa 


gtgggcaaag 


ayyaaaiwi_aa 




ll l Lyy dydy 


cay Ly LyLLy 


ydL LddLLLa 


aacageggta 


atttcagatt 


Ldy l l Ldy dy 


L/ 


dCdddCgCCC 


dCdy Ldd Ldd 


tnfinanrraa 

Lyyydyccdd 


aattcagaga 


atgaaaatga 


nrratrtnra 
y CCd LLLyLd 


ARCi 


dgdCy LLCIa 


g cyydy dddd 


Ly Ly y ddddc 


aacagecaaa 


ggcaagtgga 


aaarrrarna 
dddLLLdLyd 




LL LgddLCda 


cd lc cgcddg 


ra1r1"ana 
y CCd LC Lay d 


tcagaacgaa 


attcaactga 


anrntf aara 
dy Cy L LddLd 


DULI 


ry~± t~\ ry\~ t~ f~ t~ "Zx f 

ydyyiLLLdL 


c Ldccdy dy y 


tranannann 

LCdydyydyy 


gcaagaagca 


ggageccaga 


ccd LL.y y dy d 


DDU 


aLLdydyLda 


y dy c Lydddy 


aantanntra 
day Ldy y LCd 


cctctgcatc 


caatgagtga 


aattrrarna 
ddLLCCdCyd 


770 


dyd IC CCd lc 


dCdg CdCC LC 


dLCLCdydCL 


tttgaacatc 


ctttggtaaa 


cydydcyydy 


/ Ovl 


y yddg c lc td 


naai^*^*^*nn^*a 

gddcccggcd 


LLdLy LydLd 


ttgaggcagc 


aaatatctgg 


y cc Ly dy l Ly 


RAC\ 


/- "5 /~i -t- ■a n "3 n 

ciddg idgdg 


g ccc lc l cgc 


dye l lc Ly y d 


acaagaaatg 


cttctcaagg 


dy Ldy y l lc l 


Qnn 

Z7LJLJ 


ICdydCdCdg 


ccgccag egg 


LyddLLLdCd 


ggatcaggac 


agagacctcc 


ddLLdLdy LL 


you 


CI LydlCIIC 


ddgeddgddg 


ag l ccg LCC L 


ggagaatatc 


ggcagagaga 


*t"an^*a"t"an^"^* 
LdyLdLdyLL 


1 fOfi 
_lu^ u 


dgCdgddCIC 


ggee caggee 


CCdydCdCCd 


aacaacactg 


tcacctatga 


aantna a rri a 
ddy Ly ddLy d 


1 nan 


ggaggccccd 


ggcgedcdee 


L LCd Cg LCC C 


gagegggcag 


gtgtgagaac 


ccd eg ccdgc 


1 1 40 


dCCalCdydd 


cccccd l ccg 


"t - ta n a -1 -f -f -t- a 
Ldy dd LC L Ld 


aatactggtt 


taagtgagac 


LdCdLCLy L L 




gCa.aLLCd.ycl 


ccdcgccddg 


yedy d Ldd Ly 


acaggttttg 


gtgagttaag 


rtattttatn 
CLdLL LLdLy 


1 ?fiO 


laCay LydLd 


gcgdcccdyd 


gcccdccggc 


tcagtctcaa 


atcgaaatat 


nnaaannnra 

yydddyyycd 


±3 C.KJ 


gdy LCdcggd 


gcgyddydyy 


dyy c cccyy c 


ggtggtagta 


gttctggttc 


cagttcgagt 


JLjOu 


LCCdgilCCo 


g x ccgdg l lc 


cage cccagc 


tcaagttcca 


gttccagtcc 


tagttccagt 


1 AACi 


cccggcggcg 


dddgcccdgd 


aar^a/irtra 

ddccdgcccd 


gatttatttg 


aaggcagtaa 


tgaaggaagc 


J.3LIU 


LLdLLdLCdy 


gc ccdccdgg 


cgccdggcgd 


gagggtcgac 


atagggcccc agtcacattt 




ga cgaaag eg 


gciLLL cgee 


C LCCC ccdgc 


ctggctcagt 


ttttcctctt 


aaatgaggat 




gdigaLgacc 


a o/~^*^onann 

dace Ldgagg 


dC CCdCCddd 


gaacagattg 


acaacttggc 


aatgagaagt 


1DOU 


tttggtgaaa 


atgatgeatt 


aaaaacctgt 


agtgtttgca 


ttacagaata 


tacagaaggc 


1740 


aacaaacttc 


gtaaactacc 


ttgttcccat 


gagtaccatg 


tccactgcat 


egategctgg 


1800 


ttatctgaga 


attctacctg 


tcctatttgt 


cgcagagcag 


tcttagcttc 


tggtaacaga 


1860 


gaaagtgttg 


tgtaa 










1875 



<210> 8 

<211> 1769 

<212> DNA 

<213> homo sapiens 



<400> 8 
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cct cactaac 


tataaaaaaa 


taaaaaaaaa 

L a y ay uuy y *■* 


sequence listing 
agggcttcag tgaccggctg 


cctggctgac 


60 


L La V-Ciy Lay L 


Lay cil l v_ l y a 


caaaatcata 

V- a y y a l l» u l y 


gctatgatgg 


aggtccaggg 


aaaacccaac 


120 


v- Ly y y ciL,ciy ci 


ret n r o 1" o c t 

l. v_ l y l. y l y l. l 


aatcataatc 

y u i_ v. y y a w >— 


ttcacagtgc 


tcctgcagtc 


tctctgtgtg 


180 


artataartt 

y L. L y LuaU L L 


a ratal: act t 

QLy l y LUL L L 


taccaacaaa 

1— (JL V* V_ U %A v. %J ^A. 


ctgaagcaga 


tgcaggacaa 


gtactccaaa 


240 


ci y l y y l. a l l y 


cttatttctt 

V_ L L y L L L L. L L 


aaaaaaaaat 

aaaay aay a. i_ 


gacagttatt 


gggaccccaa 


tqacqaaqaq 


300 


ci y Ld Ly q a v_ ci 


y V— l. l. v_ l y v_ l y 


acaaatcaaa 

y v_aay t_x^LAuy 


tggcaactcc 


gtcagctcgt 


tagaaagatg 


360 


u l l l uy ayaa 


V— V— l v_ l y a y y a 


aaccatttct 


acagttcaag 


aaaagcaaca 


aaatatttct 


420 


l- v— v— v_ Lay l y a 


aaaaaaaaaa 

y c*v*viy ay y 


tcctcaaaaa 


gtagcagctc 


acataactgg 


gaccagagga 


480 


anaanraara 
ayaayL.aav_a 


rattatrttc 

Lu L L y L L. L Lv 


tccaaactcc 

v. v. v— a a a i_ v. \— 


aagaatgaaa 


aggctctggg 


cegcaaaata 


540 


QdV. lll l y y y 


a a L v_ a LLaay 


y a y l y y y v— a l 


tcattcctga 


geaacttgea 


cttgaggaat 


600 


nntnaartnn 


tratrrataa 

L\>a lcv. a l y a 


aaaaaaattt 

aaaay yy ^- 


tactacatct 


attcccaaac 


atactttcga 


660 


l L LL,ayyayy 


aaataaaaaa 

aaa i_ a a a a y a 


aaacacaaaa 

CX. V— %Jk. V_ tA t*. Vt. %J 


aacgacaaac 


aaatggtcca 


atatatttac 


720 


aaa L a v_ a L. a a 


ottatrr toa 

y l La l\_v_ Lya 


ccc t at at t a 


ttgatgaaaa 


gtgctagaaa 


taattattQQ 


780 


Laaay a l y 


ranaat 3t nn 

L-ay a a lci l y y 


artctattcc 

a V_ L L. LCI L L V— V— 


atctatcaag 


ggggaatatt 


tgagcttaag 


840 


ycLaact LyaLa 


naa tttttat 

y a a l l l l uy l 


t Tc t a t aa ca 

L L L. L y LCLCLL.CL 


aatgagcact 


tgatagacat 


ggaccatgaa 


900 


nrranttttt 


trnnnnrrtt 


tttaottflor 

l l Lay l Ly y L- 


taactgacct 


ggaaagaaaa 


aacaataacc 


960 


traaantnar 
L v_aaay l y a l. 


tattraattt 

LCI L L L. ay L L L 


tcaaaataat 

l v_ay y a Ly a l 


acactatgaa 


gatgtttcaa 


aaaatctgac 


1020 


L.aaaaL.aaaL- 


aaaraflaaaa 

aaav.ciyciaaa 


caaaaaacaa 


aaaaacctct 


atgcaatctg 


agtagagcag 


1080 


CC7KC7K7KC C7\7K 
L,L,av_aaLLaa 


aaaattrtac 

aa a a l ll» l a v_ 


aacacacact 


gttctgaaag 


tgactcactt 


atcccaagaa 


1140 


a a Ly aaa l l y 


rtoaaaaatc 

v_ l y a a a y a l v_ 


tttcaaaact 

l l i_ a y y a v- 


ctacctcata 


teagtttget 


agcagaaatc 


1200 


Layaay a\_ L y 


ULay l l l v_ v_ a 


aacattaata 

a a v_ a l l a a i_ y 


caatggttaa 


catcttctgt 


ctttataatc 


1260 


tartrrttat 

L a L. L L. L. L l y l 


aaaoartota 

a a a y a l. l y lci 


aaaaaaaaca 

y a a y a a a y v_ y 


caacaatcca 


tctctcaagt 


agtgtatcac 


1320 


ant antanrr 
a y Lay L a y L. L. 


trraaatttc 

LLLCiyy L L LL 


cttaaaaaac 

L. l l a a y y y u 


aacatcctta 


agtcaaaaga 


gagaagaggc 


1380 


arrartaaaa 

aLLaL Lei a a a 


yciLL-yv-ay l l 


tacctaatac 

ty V.V. Ly y Ly v. 


agtggctcac 


acctgtaatc 


ccaacatttt 


1440 


nnn^arrraa 

yyyaciL.v_v_aa 


nntnnntaaa 
yy *-yyy l ay a 


tcacaaaatc 


aagagatcaa 


gaccatagtg 


accaacatag 


1500 


LyaaaLLLLa 


t ctctartaa 

LL L L- UCIL l y a 


aaatacaaaa 

aay Lyv>uuuu 


attagctggg 


tgtgttggca 


catgcctgta 


1560 


gtcccagcta 


cttgagaggc 


tgaggcagga 


gaatcgtttg 


aaccegggag 


gcagagg l tg 




cagtgtggtg 


agatcatgee 


actacactcc 


agectggega 


cagagegaga 


cttggtttca 


1680 


aaaaaaaaaa 


aaaaaaaaaa 


cttcagtaag 


tacgtgttat 


ttttttcaat 


aaaattctat 


1740 


tacagtatgt 


caaaaaaaaa 


aaaaaaaaa 








1769 
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